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3 <110> APPLICANT: BOMMARIUS, ANDREAS 

4 DRAUZ , KARLHEINZ 

5 VERSECK, STEFAN 

b KULA , MARIA- REGINA 

8 <120> TITLE OF INVENTION: ACETYL AMINO ACID RACEMASE FROM AMYCOLATOPS I S ORIENTAL IS FOR 

RACEMIZING 

9 CARBAMOYL AMINO ACIDS 

1.1. <:130> FILE REFERENCE: 214382US0X ^ 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/0 9/9 7 3 , 7 12 r V 
C--> 13 <141> CURRENT FILING DATE: 2001-10-11 

13 <150> PRIOR APPLICATION NUMBER: DE 10050124.9 

14 <151> PRIOR FILING DATE: 2000-10-11 

16 <160> NUMBER OF SUU ID N05 : 2 ^» * j *=f= q. r v 

18 <170> SOFTWARE: Patentln version 3.1 SVj il !E .\*t w 

20 <210> SEQ ID NO: 1 

21 <211^ LENGTH: 1107 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Amycolatopsis orientalis 
2 5 <220> FEATURE: 

.221 > NAME/KEY: CDS 
;222> LOCATION: (1)..(1107) 
28 <223> OTHER INFORMATION: 

31 <400> SEQUENCE : 1 

32 gtg aaa etc age ggt gtg gaa ctg cgc egg gtc egg atg ccg etc gtg 
n Vai Lys Leu Ser Gly Va L Glu Leu Arg Arg Val Arg Met Pro Leu Val 
54 1 5 10 15 
36 gee ccg ttc egg acg teg ttc ggg acg cag tec gag egg gaa ttg ctg 
3- Ala Pro Phe Arg Thr Ser Phe Gly Thr Gin Ser Glu Arg Glu Leu Leu 
38 20 25 30 

40 ntq gtc cgc gcg gtg acc ccg gcg ggc gag ggc tgg ggc gaa tgt gtc 144 
4 1 leu Val Arg Ala Val Thr Pro Ala Gly Glu Gly Trp Gly Glu Cys Val 
4 2 35 40 45 

44 gcg atg gag gcg ccg etc tac teg teg gag aac gac gee acc aaq 19. 

4 5 Ala Met Glu Ala Pro Leu Tyr Ser Ser Glu Tyr Asn Asp Ala Ala Glu 
4b 50 5 5 6 0 

48 cac gtg ctg egg aac cat ctg ate ccc gca ctg ctg gcg gec gag gac 240 
4Q His Val Leu Arg Asn His Leu He Pro Ala Leu Leu Ala Ala Glu Asp 
so 65 70 75 80 

52 gtg acc gcg cac aag gtg acg ccg ttg ctg gcg aag ttc aag ggc cac 288 
M Val Thr Ala His Lys Val Thr Pro Leu Leu Ala Lys Phe Lys Gly His 
S4 85 90 95 

S6 egg ata gcg aag ggc gcg ctg gag atg gcg gtc etc gac gee gaa etc 
^ Arg Met Ala Lys Gly Ala Leu Glu Met Ala Val Leu Asp Ala Glu Leu 
r 8 100 105 HO 

60 cgc gcg cat gac egg tec ttc gcg gee gag ctg ggg tec act cgc gac 
til Arg Ala His Asp Arg Ser Phe Ala Ala Glu Leu Gly Ser Thr Arg Asp 
62 115 120 125 

64 tec gtg gec tgc ggg gtc teg gtc ggg ate atg gac teg ate ccg cac 432 
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